
 

~ 89 ~ 

 
E-ISSN: 2706-9575 
P-ISSN: 2706-9567 
IJARM 2025; 7(3): 89-95 
www.medicinepaper.net 
Received: 20-05-2025  
Accepted: 24-06-2025 
 
Saleemah hadi kadhim 
Department of Microbiology, 
College of Medicine, University 
of Al-Qadisiyah, Iraq 

 

Ghada Basil Ali Alomash  
Department of Microbiology, 
College of Medicine, University 
of Al-Qadisiyah, Iraq 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
Corresponding Author: 
Saleemah hadi kadhim 
Department of Microbiology, 
College of Medicine, University 
of Al-Qadisiyah, Iraq 

 
Molecular diagnostic of Trichomonas Vaginalis 

isolated from woman’s in honeymoon 
 

Saleemah hadi kadhim and Ghada Basil Ali Alomash  
 
DOI: https://www.doi.org/10.22271/27069567.2025.v7.i3b.656  
 
Abstract 
Background: Throughout the initial phases of marriage, commonly known as the "honeymoon" phase, 
women may develop severe symptoms of trichomoniasis, a sexually transmitted illness caused by the 
prevalent protozoan parasite, Trichomoniasis.virginals.  
Aim of study: To emphasize the significance of rapid detection of T. virginis in honeymoon ladies, the 
present study used vaginal sweep specimens and Real-Time PCR to identify the prevalence of T. 
virginis among these women.  
Methodology: A total of 140 vaginal swab honeymoon women aged 14-37 years were enrolled y were 
collected from women attending gynecological clinics during their honeymoon period. Detection of T. 
vaginalis DNA was performed using real-time (q PCR) technique. 
Results: The results a revealed T. vaginalis prevalence of 6.4%. No significant differences were 
observed in the mean age or residence (urban vs. rural) between T. Vaginalis positive and negative 
women.  
Conclusion: qPCR effectively identified Trichomonas vaginalis infections in honeymooned women 
with vaginitis. Marital duration and age (14-37 years) significantly influenced pathogen prevalence, 
underscoring the role of behavioral and hormonal factors in the etiology of vaginitis.  
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Introduction 
Trichomonas.vaginalis, a flagellate protozoan, is the only natural host of trichomoniasis, a 
highly common non-viral, sexually transmitted disease (S.T.D) worldwide. [1]. Many women 
in the general population suffer from trichomoniasis annually worldwide [2]. Women on their 
honeymoons constitute a distinct representative demographic at elevated risk owing to 
increased sexual activity, alterations in the vaginal microbiome, and potential exposure to 
novel pathogens. Severe vaginal infection, which frequently occurs after sexual activity, is 
also known as honeymoon vaginitis. In many cases, mild honeymoon vaginitis resolves on 
their own within few days. However, honeymoon vaginitis requires further investigation. [3]. 
Understanding the influence of specific sexual practices. Given that T. vaginalis can ingest 
Mycoplasma and other bacteria and viruses, several studies have hypothesized that T. 
vaginalis might operate as a "vector" for the introduction of other diseases into the 
genitourinary tract [4]. In addition, when the parasite attaches to the cervix, vagina, and 
urethral mucosa, T. vaginalis may trigger local inflammation in the pathophysiology of 
trichomoniasis. The release of a cell-detaching agent called cysteine proteinase causes 
structural integrity of the urogenital tract and defends the barrier to break down, causing 
epithelial cells to exfoliate [5]. Trichomoniasis vaginosis is caused by the parasite, 
Trichomonas vaginalis. Clinical symptoms include greenish-yellow frothy discharge, 
purulent discharge, urinary burning, and strawberry-shaped cervix, which is considered one 
of the causes of premature delivery and rupture of the amniotic sac and cervical and 
endometrial infections following surgery [6]. Clinically, trichomoniasis is associated with 
severe fertility issues such as ectopic gestation, vaginal inflammation, pre mature breakdown 
of membranes, premature delivery, low birth weight, and infertility [7]. This study aimed to 
investigate the prevalence and molecular characteristics of Trichomonas vaginalis in women 
with urinary vaginitis during the honeymoon period. This study also aimed to quantify the 
presence of these pathogens using quantitative real-time PCR (qPCR) to improve the early 
diagnosis and enhance the clinical management of vaginal infections in newly married 
women. 
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 Methodology 
A-Patients and study designs 
During crossـsectional research has been conducted on 140 
women with honeymoon, with age range 14-37 years old, 
were suffered from urinary vaginitis where admitted to Al-
Shamiya General Hospital Also Maternity& Children's 
TeachingـHospital in AlـDiwaniyah province in a period 
from the first of October2024 to the end of March 2025. The 
inclusion criteria were symptomatic women (e.g., dysuria, 
urgency, frequency, and vaginal discharge) reporting recent 
sexual activity onset or change. Exclusion criteria typically 
involved recent antibiotic/antifungal use (within 4 weeks), 
pregnancy, and menstruation at the time of sampling, which 
should be explicitly stated. The patients underwent direct 
interviews using an anonymous questionnaire specifically 
developed for this study to collect demographic and clinical 
data, including age, residence, and duration of 
marriage/sexual activity. A standardized clinical 
examination was performed and vaginal swab samples were 
collected from the posterior fornix by a specialist physician 
using sterile Dacron or rayon-tipped swabs. Swabs were 
immediately placed into a specific transport medium 
(Amies, Stuart's) within sterile disposable containers to 
maintain viability and avoid contamination and were clearly 
labeled with unique participant identifiers. The samples 
were transported under appropriate conditions (e.g., ambient 
temperature with minimal delay or using a cool pack if 
transported to >30 laboratories for processing). 
 
B-Laboratory Processing and qPCR Analysis 
All vaginal swabs were processed within one hour of arrival 
at the laboratory. Samples that could not be immediately 
processed were refrigerated at 4°C for a specified maximum 
period (<24 h) until analysis. Genomic DNA was extracted 

from each swab sample using a commercial extraction kit 
(Presto™ Mini gDNA Bacteria Kit, Macro gen Company, 
Korea), according to the manufacturer's protocol, including 
appropriate negative extraction controls. DNA concentration 
and purity were assessed by spectrophotometry (Nano Drop, 
Specialty Instruments). Quantitative Real-Time PCR 
(qPCR) assays were performed on a [Specify qPCR 
Instrument (Applied Biosystems 7500, Bio-Rad CFX96) to 
detect and quantify copy numbers of key Trichomonas 
vaginalis. targeting their ribosomal RNA genes. Primers 
were designed for this study using the NCBI Gen Bank 
database and the Primer3 online software. 
 
Primer sequences (Table (1) and the expected amplicon 
sizes are reported 
Primers were synthesized by Macrogen, Inc. (Seoul, Korea). 
The qPCR reaction mixture (specified total volume, e.g., 20 
µL) contained [Specify Master Mix, for example, 10 µl of 
2X SYBR Green Master Mix (Roche)], optimized 
concentrations of each primer (e.g., 0.5 µM each), template 
DNA (specified volume/amount, e.g., 2 μL), and nuclease-
free water. The optimized thermal cycling conditions were 
as follows: initial denaturation at 95°C for 3 min, followed 
by 40 cycles of denaturation at 95°C for 10 s, annealing at 
60°C for 30 s, fluorescence data acquisition (Scan) at 60°C 
for 0.5 sec (for SYBR Green - specific dye used if 
different), and a final melt curve analysis cycle from 65°C 
to 95°C (specify increment, e.g., 0.5°C per step) to confirm 
amplicon specificity. Standard curves for absolute 
quantification were generated using serial dilutions of 
known concentrations of target gene plasmids or gDNA. 
Each run included appropriate negative (no-template control 
[NTC]) and positive controls for each target. 

 
Table 1: PCR detection gene primers with their nucleotide sequence 

 

X943596.1 105 TTTCCACCGTACCGAAACCTAG F Trichomonas 
vaginalis ACGGGCGTTTTAACTGCAAC R 

 
C-QuantitativeـReal-Time P.C.R (q.PCR)  
Identification and copy number quantification of bacterial 
vaginosis from vaginal swab samples were performed using 
the polymerase chain reaction (qPCR) method. This 
experiment was performed using a DNA Extraction kit 
(Presto™ Mini gDNA bBacteria Kit Geneaid, Taiwan).  
 
D-Ethical management of the study  
As the present study did not incorporate certain biologically 
restricted drugs, animals, or genetically altered organisms, it 
was conducted in compliance with the guidelines and 
recommendations provided by the College of Medicine, 
University of Al-Qadisiyah, and Health Ministry. All 
isolates used in this study were collected without the need 
for additional material.  
 
Statistical analysis E: Statistical analyses were performed 
using SPSS version 26 (IBM Corp., Armonk, NY, USA) 

and Microsoft Excel 2010 software. Descriptive statistics, 
 
Results  
The present study collected samples from 140 women aged 
14-37 years with honeymoons. Genetic biology-based 
technological advances are now widely utilized to overcome 
the challenge of microscopic identification and benefit from 
the sensitivity, specificity, and accessibility of the technique. 
PCR is going to begin as the gold standard by which 
alternative diagnostic techniques, such as microscopy and 
antibody identification, can be evaluated. The present results 
show 9 (6.4%) of participants was positive of real-Time 
PCR in the diagnosis of Trichomonas vaginalis parasite out 
of 140 women with honeymoon, as shown in figure [1]. The 
agarose gel electrophoresis image showing the PCR product 
of Trichomonas vaginalis.as is shown in Figure (.2). 
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Fig 1: Pie chart displaying the real-time qPCR positive rate of identification for Trichomoniasis virginals parasite diagnostic 
 

 
 

Fig 2: qPCR plot showing amplification of the 18SrRNA gene to detect Trichomonas vaginalis. 
 

The average ages as well as residence the allocation are 
compared based on the findings of a real-time (qPCR) test 
for the parasite Trichomonas.vaginalis.as shown of table 2 
According to the current research, patients with positive 
T.vaginalis as well as those with negative T. vaginalis had 
non-significantly different mean ages, suggesting that older 
people are more susceptible to infection from this parasite

than younger people. There was no discernible difference 
among rural and urban residency within the present 
research, which suggests that as rural areas become more 
urbanized, the frequency of infections decreases. 
Additionally, as urban areas undergo less development in 
terms of water and sanitation, their infection rates increase 
to levels equivalent to those of rural areas. 

 
Table 2: Analysis of average ages and frequency of residences based on the findings of a real-time qPCR test for the parasite Trichomonas 

vaginalis 
 

Characteristic Total n=140 Positive:n=9 Negative: n=131 P 
Age (years)     Mean ±SD 22.21 ±4.69 25.33 ±6.15 22.07 ±4.40 0.096 

I 
NS Range 14 -37 18-37 14-34 

Residency     Urban, n (%) 86 (61.4%) 6 (66.7%) 80 (61.1%) 0.788 
 C  
NS Rural, n (%) 54 (38.6%) 3 (33.3%) 51 (38.9%) 

N: number  of c ases; S.d: standard deviation; I: independent  s amples t-test; C: Chi -s quare test; N.S: not significant at P > 0.05; S: 
Significant at. P<0.05. 
 
The frequencies of vaginitis cases based on the findings of a 
real-time qPCR test for the parasite Trichomonas vaginalis 
are shown in Table (3). According to the current 
investigation, patients positive T. vaginalis and those 

negative T. vaginalis did not significantly vary in the 
frequency of vaginitis cases. Nonetheless, six (66.7%) of the 
individuals in the current investigation who tested positive 
for T. vaginalis also had a history of vaginitis.
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 Table 3: Comparative analysis of the number of vaginitis cases based on the findings of a real-time qPCR test for the parasite Trichomonas 

vaginalis 
 

Characteristic Total: 
n=140 Positive: n=9 Negative: n=131 P 

VaginitisـNumber   
OneـTime, n(%). 108 (77.1%) 6 (66.7%) 102 (77.9%) 0.533 

C 
NS Recurrent, n (%) 32 (22.9%) 3 (33.3%) 29 (22.1%) 

n: Number  of c ases; C: Chi -s quare test; N.S: not NotـSignificant at p > 0.05.  
 
A comparison of the average age and frequency of residence 
based on the findings of a real-time (qPCR) test for the 
parasite Trichomonas vaginalis is shown in Table (2). The 
present study showed that there was a non-significant 
difference in mean age between patients with positive T. 
vaginalis and those with negative T. vaginalis indicating 
that this parasite can infect older patients more than younger 
patients. In the current study, there was no significant 
variation between rural and urban residency, which indicates 
that urbanization of rural areas leads to lower incidence in 
rural areas, and there is less effort to develop sanitation and 

water supply areas in urban areas, leading to a higher 
infection rate in urban areas than in rural areas. 
The frequency distribution of married duration according to 
the results of the Real-Time PCR examination for 
Trichomonas vaginalis parasites is shown in Table (4). The 
present study showed no significant difference in marital 
duration between patients positive T. vaginalis and those 
negative T vaginalis. However, most patients with positive 
T. vaginalis in the present study have more than three 
months married duration, seven (77.8%). 

 
Table 4: Comparison of married duration according to results of real-Time qPCR examination for Trichomonas vaginalis parasite  

 

Characteristic Total: n=140 Positive: n=9 Negative: n=131 P 
Marriedـduration   

< 3 months, n (%) 70 (50.0%) 2 (22.2%) 68 (51.9%) 0.084 
C 

NS ≥ 3 months, n (%) 70 (50.0%) 7 (77.8%) 63 (48.1%) 

N: Number  of c ases; C: Chi -s quare test; N.S: not significant at p > 0.05.  
 
Dissuasion  
The findings of this study highlight the effectiveness of real-
time qPCR in diagnosing Trichomonas vaginalis infections 
among women during the honeymoon period. Out Of 140 
participants, 6.4% tested positive for T. vaginalis using real-
time qPCR, underscoring the technique's sensitivity and 
specificity compared to traditional methods like microscopy. 
This aligns with previous research demonstrating that 
molecular techniques, particularly PCR, are superior for 
detecting T. vaginalis, especially in asymptomatic or low-
parasite load cases [8]. The low positivity rate in this study 
may reflect improved hygiene practices or the demographic 
characteristics of the sample, but it also emphasizes the need 
for highly sensitive diagnostic tools to avoid 
underestimating the prevalence [9]. This study's focus on 
honeymooned women, a group often underrepresented in T. 
vaginalis research, adds novelty, as this period may involve 
increased sexual activity, a known risk factor for 
trichomoniasis [10]. The use of real-time PCR as a gold 
standard in this study is justified by its ability to overcome 
limitations of microscopy, such as low sensitivity (50-60%) 
and reliance on immediate sample processing [11]. Technique 
automation and reproducibility further enhance its utility in 
clinical and research settings [12]. However, the study design 
and relatively small sample size may limit the 
generalizability, suggesting the need for multicenter studies 
with larger cohorts. Future research could explore 
correlations between T. vaginalis and other sexually 
transmitted infections (STIs) in honeymooning women, as 
co-infections may exacerbate reproductive health outcomes 
[13]. The average number of T. vaginalis propagated in the 
Iraqi municipalities was recorded by Hansh in 2024. The 
provinces of Maysan as well as Tikrit had the highest 
incidences of infection at 75% and 62%, respectively, 

whereas the provinces of Basra as well as Sulaimania had 
the least expensive getting infected levels at 1.6% and 
1.66%, Accordingly, the investigator ascribed this 
discrepancy to variations in the length of the investigation, 
sampling size, diagnostic technique, geographical location, 
and type of social customs that are prevalent in the 
community. The mean age of all research participants was 
22.21 ± 4.69. This parasite can infect older participants, 
which supports research showing that it is prevalent in all 
age categories. The present research found a non-
statistically significant variation (P = 0.096) in the age 
average between participants with T. vaginalis positive 
(25.33 ±6.15) and those with T. vaginalis negative (22.07 
±4.40). [14]. A study conducted by some researchers 
confirmed that the infection rate was lower in younger age 
groups than in older age groups, and the peak of infections 
was more than 25 years of age [15]. Another study showed 
that females between the ages of 14 and 20 years suffered 
less T. vaginalis aggression than older females, and the 
prevalence rate among those between the ages of 14 and 20 
years was unstable and had not been previously reported [16]. 
However, the slightly higher mean age in positive cases 
could indicate behavioral or biological factors such as 
prolonged sexual activity or hormonal changes, warranting 
further investigation [17]. According to residence, the present 
findings showed there was no significant variation between 
rural and urban residency, although the infection rate in 
urban areas to be higher than rural areas (66.7% urban vs. 
33.3% rural, p = 0.788), this consistent with [18] of Kirkuk 
and [19] in Diyala, who reported that metropolitan areas had 
the highest incidence. Although the majority of Iraqi 
research found that the prevalence was greater in rural than 
in urban regions, as [20] in, [21] in Basra, who stated that rural 
regions had the highest frequency, this contradicts earlier 
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 research that connected greater incidence to remote regions 
because of the restricted availability of hospitals [22]. The 
current findings may reflect the impact of urbanization, 
where rural areas adopt urban lifestyles, thereby reducing 
disparities in infection rates [23]. Additionally, the 
comparable sanitation and water supply conditions between 
urban and rural settings in the study population could 
explain this uniformity [24]. The absence of a statistically 
significant disparity between urban and rural residences is 
intriguing and warrants further exploration through 
extensive research. This study reinforces the role of qPCR in 
the accurate diagnosis of T. vaginalis infections, particularly 
in populations with potential underreporting. The absence of 
age- or residency-related disparities challenges traditional 
assumptions and urges the development of updated public 
health strategies. Addressing limitations through expanded 
studies and integrating PCR into routine screening could 
improve trichomoniasis management, especially in high-risk 
groups such as honeymoon women. The study examined the 
frequency of vaginitis episodes in women diagnosed with 
Trichomonas vaginalis using real-time (q PCR), revealing 
no significant difference in vaginitis occurrence between 
PCR-positive and PCR-negative cases (p = 0.533) Among 
T. vaginalis-positive participants, 66.7% experienced a 
single episode of vaginitis, while 33.3% reported recurrent 
infections. This distribution closely mirrored. The high 
proportion of single-episode vaginitis across both groups 
(77.1% overall) may indicate effective self-resolution or 
prompt treatment, particularly in honeymooned women who 
might seek early medical care due to symptom awareness 
[25]. Notably, the absence of a significant association (p > 
0.05) between T. vaginalis and recurrent vaginitis 
challenges the clinical assumption that trichomoniasis 
frequently causes chronic inflammation [26]. This 
discrepancy could stem from the study's demographic 
homogeneity (honeymooning women) or the high sensitivity 
of real-time PCR, which detects low-parasite-load infections 
that may not provoke recurrent symptoms [27]. Further 
research stratifying participants by parasite load, concurrent 
STIs, and vaginal microbiota composition (e.g., 
Lactobacillus depletion) could clarify these relationships [28]. 
These results underscore the need for comprehensive 
diagnostic approaches for recurrent vaginitis, as T. vaginalis 
may not always be the primary culprit. Integrating 
molecular testing with microbiota analysis (e.g., 16S rRNA 
sequencing) can identify co-factors, such as Gardnerella 
vaginalis or aerobic bacteria [29]. Public health efforts should 
emphasize differential diagnosis and partner treatment to 
mitigate the risks [30]. The present study analyzed marriage 
duration among women with and without T. vaginalis 
infection and showed 7 (77.8%) of PCR-positive cases had 
been married for more than 3 months compared to 2 
(22.2%) with less than 3 months’ duration, but this 
difference was not reach statistically significant (p=0.084). 
This trend suggests that married women longer than three 
months may be at a higher risk for trichomoniasis, possibly 
due to increased sexual activity during the early marital 
period or exposure to new sexual partners. The higher 
prevalence in newlyweds aligns with the established 
literature on sexual behavior patterns in early marriages. 
Studies have shown that the frequency of sexual intercourse 
typically peaks during the first months of marriage, 
potentially increasing exposure to STIs [31]. Furthermore, the 
honeymoon period often represents the time of sexual 

exploration and may include less consistent condom use [32], 
which could contribute to higher transmission rates. This 
insignificant difference may be due to the relatively small 
number of positive cases (n=9) in the present study. Larger 
cohort studies are required to confirm these findings. 
Interestingly, the findings are consistent with previous 
research suggesting that longer-term relationships might 
show higher STI prevalence due to the decreased condom 
importance of considering the unique behavioral and 
biological factors present in early marriages over time [33]. 
However, our results emphasize the importance of 
considering the unique behavioral and biological factors 
present in early marriage biological factors present in early 
marriage. The intense sexual activity characteristic of the 
honeymoon period may outweigh the protective effects of 
monogamy that typically develops in long-term 
relationships. These results have important implications for 
sexual health education and screening programmes. They 
suggested that recently married women, particularly those in 
the first three months of marriage, may benefit from targeted 
STI screening and education about safe sexual practices. 
This approach could be particularly valuable in cultures 
where premarital sexual activity is uncommon and marital 
sex represents the primary risk period for STI acquisition 
[34]. Future research should explore this association using 
larger samples across different cultural contexts. 
 
Conclusion 
The study concluded into the following 
This study confirmed that Real Time q PCR is a highly 
sensitive and specific diagnostic tool for Trichomonas. 
vaginalis infections that showed no significant variation by 
age or urban/rural residency, suggesting that behavioral and 
hormonal factors may be more influential in infection risk 
than demographic variables and that the honeymoon period 
often involves changes in sexual activity, which may disturb 
the vaginal microbiome. 
 
Acknowledgment 
Special thanks to the specialists and all participants who 
contributed to the collection of vaginal samples and 
provided the required data. 
 
Funding 
No external funds were received (that is private funds. 
funding) 
 
Conflict of Interest 
The authors declare no conflict of interest 
 
Data availability 
Completely obtained information was involved in this 
training. 
 
Reference 
1. Alderete JF, Chan H. Point-of-care diagnostic for 

Trichomonas vaginalis, the most prevalent, non-viral 
sexually transmitted infection. Pathogens. 
2023;12(1):77. 

2. Hezarjaribi HZ, Fakhar M, Shokri A, Teshnizi SH, 
Sadough A, Taghavi M. Trichomonas vaginalis 
infection among Iranian general population of women: 
a systematic review and meta-analysis. Parasitology 
Research. 2015;114:1291-1300. 

https://www.medicinepaper.net/


 

~ 94 ~ 

International Journal of Advanced Research in Medicine https://www.medicinepaper.net 
 
 
 3. Vodstrcil LA, Twin J, Garland SM, Fairley CK, 

Hocking JS, Law MG, et al. The influence of sexual 
activity on the vaginal microbiota and Gardnerella 
vaginalis clade diversity in young women. PLoS One. 
2017;12:e0171856. 

4. Henriquez FL, Mooney R, Bandel T, Giammarini E, 
Zeroual M, Woodland C, et al. Paradigms of 
protist/bacteria symbioses affecting human health: 
Acanthamoeba species and Trichomonas vaginalis. 
Frontiers in Microbiology. 2021;11:616213. 

5. Hernandez DH, Tesouro RB, Castro-Diaz D. Urinary 
retention. Urologia Journal. 2014;80(4):257-264. 

6. Mielczarek E, Blaszkowska J. Trichomonas vaginalis: 
pathogenicity and potential role in human reproductive 
failure. Infection. 2016;44:447-458. 

7. Joy L, Bhalerao A, Mulchandani S, Jain A. 
Trichomonas vaginalis and female reproductive health. 
In: Academic Press. 2025. p. 93-xxx. 

8. Bahreini MS, Sedghi S, Badalzadeh Y, Motazedian 
MH, Sarkari B, Hatam G. Molecular diagnosis of 
Trichomonas vaginalis in liquid-based Papanicolaou 
samples in Shiraz, southern Iran. BMC Women's 
Health. 2023;23(1):6. 

9. Hobbs MM, Lapple DM, Lawing LF, Schwebke JR, 
Cohen MS, Swygard H. Methods for detection of 
Trichomonas vaginalis. Sex Transm Dis. 2008. 

10. Krieger JN, Alderete JF, Jarvi K. Chronic prostatitis 
and Trichomonas vaginalis infection. Journal of 
Urology. 2011;186(4):1408-1413. 

11. Gaydos CA, Klausner JD, Pai NP, Kelly H, Coltart C, 
Peeling RW. Rapid and point-of-care tests for the 
diagnosis of Trichomonas vaginalis in women and 
men. Sexually Transmitted Infections. 2017;93(4):S31-
S35. 

12. Andrea SB, Chapin KC. Comparison of Aptima 
Trichomonas vaginalis transcription-mediated 
amplification assay and BD Affirm VPIII for detection 
of T. vaginalis in symptomatic women. Journal of 
Clinical Microbiology. 2011;49(3):866-869. 

13. Mielczarek E, Blaszkowska J. Trichomonas vaginalis 
pathogenicity and host immunity. Parasite 
Immunology. 2016;38(12):721-731. 

14. Yuan D, Zhao L, Liu X, Zhu Y, Gao Y, Bai X, et al. 
Associations between bacterial vaginosis, candida 
vaginitis, Trichomonas vaginalis, and vaginal 
pathogenic community in Chinese women. American 
Journal of Translational Research. 2021;13(6):7148-
7155. 

15. Patel EU, Gaydos CA, Packman ZR, Quinn TC, 
Tobian AAR. Prevalence and correlates of 
Trichomonas vaginalis infection among men and 
women in the United States. Clinical Infectious 
Diseases. 2018;67(2):211-217. 

16. Flagg EW, Meites E, Phillips C, Spicknall IH, Kreisel 
KM, Hsu KK, et al. Prevalence of Trichomonas 
vaginalis among civilian, non-institutionalized male 
and female population aged 14 to 59 years: United 
States, 2013 to 2016. Sexually Transmitted Diseases. 
2019;46(10):693-696. 

17. Kissinger P. Trichomonas vaginalis: A review of 
epidemiologic, clinical, and treatment issues. BMC 
Infectious Diseases. 2015;15:307. 

18. Salman YJ, Abdul Kareem E. Detection of 
Trichomonas vaginalis among females attending 

private gynaecological clinics in Kirkuk province using 
different laboratory methods. Journal of Kirkuk 
Medical College. 2013;1(2):1-8. 

19. Al-Hussurry EM. An epidemiological study of 
Trichomonas vaginalis among women living in Baquba 
City, Diyala Province, Iraq. Diyala Journal of Pure 
Science. 2015;11(3):13-25. 

20. Al-Majidii NS, Alsaady HM. The prevalence of 
Trichomonas vaginalis parasite among women in some 
regions of Maysan Province. 2020. 

21. Kadhum NJ, AL-MAYAH SH, Raisan SJ. 
Epidemiological study on Trichomonas vaginalis 
among the women who attended the hospitals of Basra 
Province. Journal of Basrah Researches in Science. 
2020;46(2). 

22. AL-Hamzawi SA, Al-Awsi GR. Prevalence of 
Trichomonas vaginalis and its correlation with socio-
demographic variables in pregnant women in Al-
Diwaniya, Iraq. Materials Today: Proceedings. 
2023;80:3847-3855. 

23. Watson-Jones D, Baisley K, Rusizoka M, Tanton C, 
Mugeye K, Changalucha J, et al. High prevalence of 
trichomoniasis in rural men in Mwanza, Tanzania. 
Sexually Transmitted Infections. 2012;78(3):201-203. 

24. Secor WE, Meites E, Starr MC, Workowski KA. 
Neglected parasitic infections in the United States: 
trichomoniasis. American Journal of Tropical 
Medicine and Hygiene. 2014;90(5):800-804. 

25. Workowski KA, Bolan GA. Sexually transmitted 
diseases treatment guidelines. MMWR  
Recommendations and Reports. 2015;64(3):1-137. 

26. Kissinger P. Trichomonas vaginalis: A review of 
epidemiologic, clinical, and treatment issues. BMC 
Infectious Diseases. 2015;15:307. 

27. Van Der Pol B, Williams JA, Orr DP, Batteiger BE, 
Fortenberry JD. Prevalence, incidence, natural history, 
and response to treatment of Trichomonas vaginalis 
infection among adolescent women. Journal of 
Infectious Diseases. 2005;192(12):2039-2044. 

28. Martin DH, Zozaya M, Lillis R, Miller J, Ferris MJ. 
Unique vaginal microbiota that includes an unknown 
mycoplasma-like organism is associated with 
Trichomonas vaginalis infection. Journal of Infectious 
Diseases. 2013;207(12):1922-1931. 

29. Marrazzo JM, Thomas KK, Fiedler TL, Ringwood K, 
Fredricks DN. Extravaginal reservoirs of vaginal 
microbiota as drivers of recurrent bacterial vaginosis. 
mBio. 2021;12(3):e00566-21. 

30. Mohamed AAA. Pelvic inflammatory disease: clinical 
features, risk factors, treatment, and prevention. Indian 
Journal of Community Health. 2024;36(6):769-777. 

31. Call V, Sprecher S, Schwartz P. The incidence and 
frequency of marital sex in a national sample. Journal 
of Marriage and Family. 1995;57(3):639-652. 

32. Clark S, Bruce J, Dude A. Protecting young women 
from HIV/AIDS: the case against child and adolescent 
marriage. International Family Planning Perspectives. 
2006;32(2):79-88. 

33. Senn TE, Carey MP, Vanable PA. The intersection of 
violence, substance use, depression, and STDs: Testing 
of a syndemic pattern among patients attending an 
urban STD clinic. Journal of the National Medical 
Association. 2010;102(7):614-620. 

https://www.medicinepaper.net/


 

~ 95 ~ 

International Journal of Advanced Research in Medicine https://www.medicinepaper.net 
 
 
 34. Higgins JA, Hoffman S, Dworkin SL. Rethinking 

gender, heterosexual men, and women's vulnerability 
to HIV/AIDS. American Journal of Public Health. 
2010;100(3):435-445. 

 
 
How to Cite This Article 
Kadhim SH, Alomash GBA. Molecular diagnostic of Trichomonas 
Vaginalis isolated from woman’s in honeymoon. International Journal 
of Advanced Research in Medicine 2025; 7(3): 89-95. 
 
 
Creative Commons (CC) License 
This is an open access journal, and articles are distributed under the 
terms of the Creative Commons Attribution-Non Commercial-Share 
Alike 4.0 International (CC BY-NC-SA 4.0) License, which allows 
others to remix, tweak, and build upon the work non-commercially, as 
long as appropriate credit is given and the new creations are licensed 
under the identical terms. 

https://www.medicinepaper.net/

